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We propose an explanation for the long-standing puzzles of the microscopic mechanism of chain

friction and the failure of time-temperature superposition in polymer melts based on decoupling of

macromolecular scale diffusion from local structural relaxation due to spatially heterogeneous dynamics.

The proposed physical picture is also relevant for understanding some aspects of dynamic fluctuation and

decoupling phenomena in nonpolymeric glass-forming liquids, crystal growth rates, and protein activity in

viscous solvents.

DOI: 10.1103/PhysRevLett.102.248301 PACS numbers: 83.80.Sg, 64.70.P�

Polymer liquids exhibit unique viscoelastic properties
due to their construction as long interpenetrating chains of
repeat units. The global chain motion is the basic relaxa-
tion process that controls the long time relaxation and
macroscopic transport properties of these materials [1].
Despite the success of classic theories for the universal
aspects of chain dynamics and its dependence on molecu-
lar weight [1–3], the problem of the mechanism of the
temperature-dependent local friction remains poorly
understood [4]. Traditional models assume the same mi-
croscopic frictional process operates on all length and time
scales [1–3], and hence segmental relaxation (the analog of
structural or �- relaxation in nonpolymeric glass-forming
liquids) and chain relaxation should exhibit the same tem-
perature dependence. This assumption is the basis for the
widely employed empirical time-temperature superposi-
tion (TTS) principle—a cornerstone of polymer physics
and rheology [1,4]. However, for more than four decades, it
has been known that TTS fails in a material-specific fash-
ion. Specifically, the characteristic relaxation time of chain
modes, �C, exhibits weaker temperature variations than its
segmental analog, �S, as the glass transition temperature,
Tg, is approached [4,5]. Thus, in contrast to the usual

theoretical assumptions, the polymer friction mechanism
depends on length scale, a mystery that remains unsolved
[4–7] despite a few phenomenological model attempts
[4,8].

In this Letter, we propose that the key to understanding
the difference in temperature variations of chain and seg-
mental friction is spatially heterogeneous dynamics which
modifies local structural relaxation but is averaged out on
the chain relaxation length and time scale. This physical
picture resolves the two puzzles of TTS failure and the
almost universal behavior of the temperature dependence
of chain relaxation [6]. Moreover, the ideas are also rele-
vant for some aspects of dynamic decoupling phenomena
in nonpolymeric glass-forming liquids, solutions of bio-
logical macromolecules, and crystallization kinetics.

Our starting point is the known fact that the macro-
molecular scale relaxation process is of diffusive origin,
driven by many local elementary segment scale jumps,
with a characteristic relaxation time [2]
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Here, R2
ee / N�2 is the mean squared end-to-end distance,

N is the degree of polymerization, � is the statistical seg-
ment length, and the center-of-mass diffusion constant is

DCM � Dseg

NX
/ N�X�2 ���1
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where X differs for unentangled and entangled chains [3].
The diffusive nature of chain scale relaxation is in strong
contrast to nanometer-scale segmental relaxation which
involves local dynamically heterogeneous motions. The
relevant ‘‘segmental’’ diffusion constant in Eq. (2) involves
a mean friction constant (with corresponding mean local
hopping time, ��S) since in the supercooled regime, the
spatial extent (a few nm) and lifetime of dynamic hetero-
geneities are much shorter than macromolecular size and
relaxation time [9–11]. Hence, for the chain dynamics
problem, heterogeneity and decoupling effects are spatially
and temporally averaged out, as demonstrated for polysty-
rene melts [12]. On the other hand, for molecular liquids,
the Stokes-Einstein relation between the self-diffusion
constant and the structural relaxation time (or viscosity
and single particle rotational time), D�� ¼ const, fails as
Tg is approached [9–16]. Such ‘‘translation-rotation decou-

pling’’ is experimentally well characterized by a ‘‘frac-
tional Stokes-Einstein’’ (FSE) law [13,14]: D�� / ð��Þ",
with the exponent "� 0:23, 0.13, and 0 for orthoterphenyl
(OTP) [13], trisnapthylbenzene (TNB) [14], and silica
[17], respectively. We propose the same decoupling effect
applies to the relationship between �C / D�1

CM and �S in

polymer liquids and can quantitatively explain the differ-
ence in their temperature behavior.
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Experimental evidence for our proposition is reflected in
existing polymer data which reveal a strong similarity
between decoupling of the temperature dependence of
chain and segmental dynamics and FSE behavior in mo-
lecular liquids. Figure 1 shows experimental results for two
well-studied polymers, polyisoprene (PIP), and polysty-
rene (PS) (data from [6], where Tg has been taken as the

temperature at which the segmental relaxation time �S ¼ 1
second). Both exhibit differences in the temperature varia-
tions of �C and �S, which is much stronger for PS (Fig. 1).
The decoupling is quantified via the ratio R ¼ �S=�C
(Fig. 2), which for temperatures close to Tg is well ap-

proximated by an effective power law, R / ð�SÞ�". Note
that " varies widely from �0:15–0:2 for PIP and poly
(oxybutylene) (POB), up to �0:53 for polycarbonate
(PC), a far larger range than observed in nonpolymeric
liquids. These polymers also exhibit a strong difference in
the steepness of the temperature dependence of �S close to
Tg, as quantified by the so-called dynamic fragility pa-

rameter, m, which characterizes the deviation from simple
Arrhenius behavior [18]:

m ¼ @

@ðTg=TÞ log�S
�
�
�
�
�
�
�
�T¼Tg

: (3)

PIP and POB have the lowest fragility while PC has the
highest fragility among the polymers presented in Fig. 2
[6]. Figure 3(a) clearly demonstrates that " is chemical
structure dependent and systematically increases with fra-
gility. The fragility values employed are an average of the
data presented in Refs. [6,19], and the error-bars are esti-
mated from the difference in these two data sets.

Distinct experimental probes of glassy dynamics in non-
polymeric systems display a strong similarity with the

decoupling of chain and segmental relaxation in polymer
melts. For example, dynamic decoupling of various mo-
tions in diverse glass-forming liquids is observed at tem-
peratures approaching Tg. Apparently, this decoupling

occurs for both the bulk viscosity and self-diffusion con-
stant, and the single molecule rotational and translational
motions [9,10,13–16]. Also, the kinetic factor that enters
the crystallization growth rate, which reflects a local dif-
fusive process, exhibits strong decoupling from the bulk
viscosity in a fragility-dependent manner [Fig. 3(a)], where
empirically " ¼ 0:005m� 0:1 has been proposed [15].
Moreover, dynamic heterogeneity and FSE behavior has
been suggested [20] as a novel mechanism for destabilizing
a deeply supercooled liquid against crystallization via its
influence on the nucleation rate, which in turn provides a
possible resolution of the famous Kauzmann paradox [21].
Several conceptually distinct modern theories of glassy

dynamics are qualitatively consistent with an increase in
the degree of decoupling and/or apparent exponent " with
fragility, including the entropy crisis Random First Order
Phase Transition (RFOT) theory [22], and the family of
coarse grained kinetically constrained models based on
dynamic facilitation rules [23,24]. Both approaches predict
the degree of decoupling grows with increasing fragility,
but an explicit result for "ðmÞ has not been obtained.
Another microscopic approach based on thermally acti-
vated barrier hopping does predict the FSE exponent for
hard sphere fluids and colloidal suspensions [25,26]. This
theory adopts a domain model where fluctuating local
density results in a distribution of barrier heights and
relaxation times, which gives rise to decoupling of the
volume fraction dependence of the alpha relaxation time
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FIG. 1 (color online). Temperature dependence of segmental
and chain relaxation in PIP and PS (data from [6]).
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FIG. 2 (color online). The ratio of the chain to the segmental
relaxation time R ¼ �C=�S, plotted as a function of �S for atactic
polypropylene (aPP), polycarbonate (PC), polyoxybutylene
(POB), PS, PIP, and polypropylene glycol (PPG) (data from
[6]). The dashed line shows the behavior expected if segmental
and chain friction would have the same mechanism; the solid
lines indicate R / ��"

S .

PRL 102, 248301 (2009) P HY S I CA L R EV I EW LE T T E R S
week ending
19 JUNE 2009

248301-2



and diffusion constant, and also stretched nonexponential
relaxation. The basic ideas can be carried over to thermal
polymer melts, and a result analogous in form to that
derived in [26] is obtained [27]:

DCM�S / �S
�C

/ �S
��S

¼ e�
2
E=2 / ��"

S : (4)

Here, �2
E is the barrier fluctuation variance (in units of the

thermal energy), " ¼ �=ð1þ �Þ, � ¼ acq where ac is a
material-specific local stiffness parameter determined by
the (essentially temperature independent) polymer back-

bone characteristic ratio that describes the number of seg-
ments on a single chain participating in the barrier crossing
event, and q � �2

E=2 �EB, where �EB is the mean activation
barrier [25,26]. Based on a domain diameter of d� 3–4
particle diameters, a nearly volume fraction independent
q� 0:1–0:2 is predicted for hard sphere fluids [26]. The
same model when applied to polymer melts (where d�
3–4 nm) yields a nearly monomer chemistry and tempera-
ture independent value of q� 0:1–0:2 [27]. Moreover, the
polymer melt theory [25] predicts the fragility at Tg closely

follows the law: m � 16þ 40:6ðaCÞ0:56, consistent with
the intuitive idea that fragility grows with increasing chain
stiffness. Combining these theoretical elements yields an
experimentally testable connection between the decou-
pling exponent and fragility:

1

"
¼ 1þ 1

acq
¼ 1þ q�1

½ðm� 16Þ=40:6�1=0:56 : (5)

Figure 3(a) shows a fit of the experimental data for
polymers to Eq. (5) based on varying the single parameter
q. Good agreement is obtained for q � 0:13, a value con-
sistent with theoretical expectations [26,27]. This agree-
ment strongly supports a connection between the FSE
exponent and fragility, and a dynamic heterogeneity origin
of the temperature decoupling phenomenon, in polymer
liquids.
We now explore other consequences of the proposed

physical picture. Consider first the steepness of the tem-
perature dependence of chain relaxation. To leading order,
Eq. (4) implies the effective chain relaxation fragility, mC,
is related to its segmental analog asmC � mð1� "Þ. Using
this relationship, mC is computed as a function of segmen-
tal fragility [Fig. 3(b)]. The steepness of the chain tem-
perature dependence is predicted to initially grow
significantly with fragility, but then to vary weakly form>
60–80. Figure 3(b) presents data for 12 polymers with
significant variations in chemical structure. All data are
from [28], except PC (mC is an average of the three data
sets [6,29,30]) and polysulfone (PSF) (mC is an average of
the three data sets [29–31]). They agree qualitatively with
the predicted behavior [Fig. 3(b)]. Hence, a logical con-
sequence of the proposed decoupling mechanism is that the
effective fragility of chain relaxation is only weakly vari-
able for different polymers, in strong contrast to its seg-
mental scale analog. To the best of our knowledge, this
provides the first plausible explanation for the surprising
almost universal behavior of chain relaxation observed
when temperature is reduced by Tg, and the rather weak

(although measurable [28]) dependence of mC on polymer
chemical structure and molecular weight [6,28,32].
Second, the same decoupling scenario applies to diffu-

sion and relaxation in nonpolymeric liquids, including the
reduction of translation-rotation decoupling (decrease of
the exponent ") as the fragility decreases [12–17]. For
example, it is consistent with the observation that SiO2

and other low-fragility systems exhibit essentially no, or

0.0

0.1

0.2

0.3

0.4

0.5

0.6
0 50 100 150

0 50 100 150
0

50

100

150

a

 Polymers
 Crystallization
 Self-Diffusion PC

PS

aPP
PIP

PPGPOBE
xp

on
en

tε

PSF

PC

b

PS(high MW)
PMMA

aPP

PMPS

PVAc

PS(low MW)

PPG
PIP

POB
PIB

Fragility m

m
C

FIG. 3 (color online). (a) The decoupling exponent " for
polymers (closed circles; names indicated) determined using
the last 4 decades of data close to Tg in Fig. 2. Open triangles

are decoupling exponents estimated from crystal growth rates
[15]. Closed squares present self-diffusion data, in order of the
increasing fragility: SiO2 [17], TNB [14], and OTP [13]. The
dashed line shows the linear relationship proposed in [15]. The
solid lines present the predictions of Eq. (5) for q ¼ 0:13 (thick
line, best fit through the polymeric data), q ¼ 0:1 (the lower thin
solid line), and q ¼ 0:2 (the upper thin solid line). (b) ‘‘Effective
fragility’’ of the chain relaxation as a function of segmental
fragility determined using Eq. (4) with q ¼ 0:13 (thick solid
line), q ¼ 0:1 (upper thin solid line), and q ¼ 0:2 (lower thin
solid line). Symbols show experimental estimates of mC: the
names of the polymers are indicated and include polyisobutylene
(PIB), low and high molecular weight PS, poly(methylphenyl
siloxane) (PMPS), poly(vinyl acetate) (PVAc), poly(methyl
methacrylate) (PMMA).
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very weak, decoupling of various relaxation phenomena,
and also provides a physical basis for understanding the
material-dependent decoupling of the crystal growth rate
from viscosity [15]. As an additional testable prediction,
we suggest the steepness of the temperature dependence of
diffusion in nonpolymeric liquids should vary weakly with
dynamic fragility for m> 60 [Fig. 3(b)].

Third, as a more speculative comment, the same decou-
pling mechanism may be applicable to protein activity in
viscous solvents; i.e., the dynamically heterogeneous as-
pect of solvent relaxation (viscosity) is largely averaged
out on the protein length and relaxation time scales, espe-
cially in highly fragile solvents at temperatures near Tg. It

is known that the temperature dependence of biochemical
processes (e.g., ligand escape rate from myoglobin) are
often decoupled from solvent viscosity [33], a fact that is
also usually described by a FSE law. For example, myo-
globin in glycerol-water solutions exhibits "� 0–0:2,
while a much larger "� 0:5 occurs in sucrose-water solu-
tions [33]. These observations are consistent with the much
higher fragility of sucrose relative to glycerol.

In conclusion, we have proposed that decoupling of the
temperature dependence of the local and chain scale re-
laxation times in polymer liquids is the combined con-
sequence of heterogeneous dynamics on the nanometer
segmental scale and the diffusive nature of macromo-
lecular relaxation for which heterogeneities are tem-
porally and spatially averaged out. This idea provides an
explanation for the long-standing puzzle of the break-
down of time-temperature superposition in polymer
melts [4,5]. Moreover, based on the observed relation-
ship between the degree of decoupling and fragility, we
propose a physical scenario that explains the almost
universal thermal variations of the chain relaxation time
and the corresponding relatively modest value of the fra-
gility parameter, mC, as compared to its segmental analog
which varies over the wide range of m� 46–150. The
underlying qualitative idea is that chain relaxation is a
mean field process in the sense that heterogeneous dynam-
ics and local chain stiffness effects are (largely) averaged
over, in contrast to nanometer-scale segmental relaxation.
We emphasize that the proposed ideas may be applicable to
dynamics in other complex systems, including molecular
liquids and the decoupling of protein activity from solvent
viscosity.
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